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Abstract

Background: Several countries adopted lockdown to slowdown the exponential transmission of the coronavirus disease
(COVID-19) epidemic. Disease transmission models and the epidemic forecasts at the national level steer the policy to implement
appropriate intervention strategies and budgeting. However, it is critical to design a data-driven reliable model for nowcasting
for smaller populations, in particular metro cities.

Objective: The aim of this study is to analyze the transition of the epidemic from subexponential to exponential transmission
in the Chennai metro zone and to analyze the probability of severe acute respiratory syndrome coronavirus 2 (SARS-CoV-2)
secondary infections while availing the public transport systems in the city.

Methods: A single geographical zone “Chennai-Metro-Merge” was constructed by combining Chennai District with three
bordering districts. Subexponential and exponential models were developed to analyze and predict the progression of the COVID-19
epidemic. Probabilistic models were applied to assess the probability of secondary infections while availing public transport after
the release of the lockdown.

Results: The model predicted that transition from subexponential to exponential transmission occurs around the eighth week
after the reporting of a cluster of cases. The probability of secondary infections with a single index case in an enclosure of the
city bus, the suburban train general coach, and the ladies coach was found to be 0.192, 0.074, and 0.114, respectively.

Conclusions: Nowcasting at the early stage of the epidemic predicts the probable time point of the exponential transmission
and alerts the public health system. After the lockdown release, public transportation will be the major source of SARS-CoV-2
transmission in metro cities, and appropriate strategies based on nowcasting are needed.

(JMIR Public Health Surveill 2020;6(3):e21152) doi: 10.2196/21152
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Introduction

Severe acute respiratory syndrome coronavirus 2
(SARS-CoV-2), or the coronavirus disease (COVID-19)
emerged in Wuhan, China and has quickly spread to most of

the countries around the world. As of May 10, 2020, 3,917,366
COVID-19 cases and 274,361 related deaths were reported
worldwide. At the same time, the Ministry of Health and Family
Welfare, India reported 62,939 confirmed cases and 2109 deaths
in India. India has 28 states and 8 union territories, out of which
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26 states and 7 union territories have reported COVID-19 cases.
However, a large proportion of the cases were reported from
the 4 states Maharashtra, Tamil Nadu, Gujarat, and Delhi. The
case-fatality rate in India remains low as compared to the global
rate (7.0% vs 3.35%) [1].

The estimated population of the Tamil Nadu State for the year
2020 is 82.2 million and is the seventh most populated state in
India. It has 37 districts and Chennai is the largest and most
populated city in Tamil Nadu, and, based on the nationwide
census in 2011, the projected total population of Chennai District
is around 4,935,550 [2]. The whole geographical zone of
Chennai District is well connected through two major public
transport systems: Metropolitan Transport Corporation (MTC)
and Chennai Suburban Railways. These transports are also
extended to the three bordering districts, namely, Kanchipuram,
Chengalpattu, and Thiruvallur. The Department of Health and
Family Welfare of Tamil Nadu reported a total of 3839
COVID-19 cases in Chennai, 267 cases in Chengalpattu, 122
cases in Kanchipuram, and 337 cases in Thiruvallur, as of May
10, 2020. The maximum number of infected cases were
registered in Chennai [3], and the first SARS-CoV-2 infection
was reported in Kanchepurram District on March 7, 2020.

Public transportation such as trains and buses is an essential
service with specific route systems. The Chennai suburban
railway consists of two major networks: Chennai Suburban
Railway Network and Mass Rapid Transport System; as of
2015-2016, it carried about 1.17 million passengers every day
[4]. The MTC operates 3233 services and carries about 3.3
million passengers per day [5]. In the current COVID-19
pandemic situation, commuting in public transport is associated
with two major risks: asymptomatic passengers play a major
role in SARS-CoV-2 transmission through aerosol particles and
indirect transmission from symptomatic passengers may occur
through fomites. Furthermore, public transport employees are
at a higher risk of infection for long hours with multiple sources
of exposure [6]. Even an increase in the reproductive number
(R0) from a value of 2 to 3 leads to a significant amplification
in the number of infected cases over subsequent generations,
as shown in Figure 1.

Mathematical modeling plays an important role for predicting,
assessing, and controlling potential outbreaks for infectious
diseases such as H1N1 [7], severe acute respiratory syndrome
(SARS) [8], Middle East respiratory syndrome (MERS) [9],
and Ebola [10]. At present, several researchers have used
mathematical modeling to predict the SARS-CoV-2 pandemic
u s i n g  m o d e l  s t r u c t u r e s  s u c h  a s  t h e
susceptible-infected-recovered model, the exponential model,
and the susceptible-exposed-infected-removed model [11-13].
The early epidemic growth can be well-drawn using
subexponential and exponential models. Such models are highly
appropriate when there is a major uncertainty regarding the
epidemiology of a novel infectious disease, for which the
transmission pathways are not completely known. In such cases,
subexponential and exponential models serve as reasonable
tools for analyzing the progression of the early epidemic and
for short-time prediction of the infected cases in the near future
[14].

Recently, modeling approaches have been used for analysis of
the transmission of COVID-19 infection with travel
interventions [15]. Anzai et al [16] have investigated the impact
of travel interventions inside and outside of China during the
COVID-19 pandemic and concluded that travel intervention
during the COVID-19 pandemic resulted in less cases. However,
a significant number of infected individuals with mild or no
symptoms are likely to pass through border control if travel
interventions are not imposed properly.

When India had gone through 5 weeks of continuous lockdown
during the last week of April 2020, there were 33,050 confirmed
cases and 1074 deaths [17]. An overview of the case distribution
indicated that there were more from urban clustering, in
particular, with the three major metro cities Mumbai, Delhi,
and Chennai. Therefore, nowcasting was proposed for the
COVID-19 epidemic in the Chennai metro zone using different
predictive mathematical models to generate an evidence for
focused public health interventions in metro zones. In support
of this, the probability of infection and the related secondary
infections due to the COVID-19 infected population in public
transport systems such as buses and train coaches is analyzed
using probabilistic models.

Figure 1. Increase in the number of cases over subsequent generations of the infection for (a) a reproductive number of 2 and (b) a reproductive number
of 3.
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Methods

Study Site
India reported more than 100,000 cases of COVID-19 as of
May 18, 2020, even after consecutive lockdown for a period of
55 days. Though the epidemic was slowed down as expected,
3 states contributed more than 58% of the total cases in the
country and in each State more than 60% of the cases were
reported from the respective capital cities Mumbai, Chennai,
and Ahmadabad. Therefore, containment of the SARS-CoV-2
transmission in these three cities is critical in favorably
modifying the transmission in India. These 3 cities share the

same characteristics in terms of population structure, density,
and movement of the people toward these cities for employment.

Chennai is a metropolitan city surrounded by three other districts
Kancheepuram, Thiruvallur, and Chengalpattu. Based on the
connectivity of the three transport systems, widespread locations
of the educational institutes, and the movement of the population
from these three districts into every part of Chennai, we felt it
appropriate to predict the SARS-CoV-2 transmission considering
all four districts as a single unit. In this study, we construct a
single geographical zone “Chennai-Metro-Merge” by combining
Chennai District with the bordering three districts for the
development of a predictive model (Figure 2).

Figure 2. Constructed study site “Chennai-Metro-Merge,” combining Chennai District with the three bordering districts Chengalpattu, Kanchepuram,
and Thiruvallur. The estimated total population of the constructed single geographical zone by 2020 is 15,208,505.

Modeling of the COVID-19 Epidemic in Four Districts
of Tamil Nadu Using Subexponential and Exponential
Models
In this study, the total reported COVID-19 cases in the
constructed geographical zone Chennai-Metro-Merge (Figure
2) were considered for the development of a predictive model.
The number of infected cases from March 7, 2020, to April 30,
2020, was adopted from the open-source data provided by the
Department of Health and Family Welfare, Government of
Tamil Nadu [18] and was used for modeling the short-term
progression (nowcasting) of the epidemic in these four districts,
considered in a single geographical boundary since these four
districts are well connected by roadways and suburban train
services for public movement and the movement of materials.
The nowcasting was further extended up to June 30, 2020, by
adopting the reported cases from May 16 to June 10, 2020.

Two different models were considered for the study. First, an
exponential model of the form:

The solution of equation 1 is given as:

x(t) = x(0)ert                  (2)

Second, a subexponential model of the form:

with solution:
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where, x(t) is the number of infected cases at time t, , and

[17].

This study uses the subexponential and the exponential models
to estimate the date of transition of the epidemic, and in the
field of epidemiology, these models are well suited for the study
of the early epidemic growth [19]. Using the reported cases, the
parameters of both the considered models were estimated using
the minimization of the objective function given by:

where, x(t) is the model output, and h(t) is the reported infections

at tth day. The optimization problem was solved using the
MATLAB (MathWorks) programming software. The
subexponential and exponential models were analyzed, and a
technique for the prediction of the onset date of exponential
transmission was identified. Furthermore, the developed model
was simulated to approximately predict and analyze the future
COVID-19 infections in these four districts.

Analysis of COVID-19 Transmission due to Public
Transport in the Considered Districts of Tamil Nadu
In an enclosed environment, the number of secondary infections
(RA) arising due to the introduction of infectious cases into the
susceptible population in an enclosed environment is given by:

RA = (N – I)P                   (6)

where, N is the total population inside the enclosed environment
such as buses or train compartments, I is the number of infected
individuals inside the same enclosed environment, and P is the
probability of infection. Equation 6 was used to analyze the
transmission of COVID-19 in buses and train compartments
when the lockdown is released and the public transportation is
resumed in Tamil Nadu. The buses in Tamil Nadu are to be
operated with 50% capacity on the immediate release of the
lockdown.

The probability of infection P is given by:

where, N is the number of individuals in the bus or train

compartment, V is the volume of shared air space in m3, t is the

total exposure time in hours, p is the breathing rate in m3/hour,
f is the fraction of indoor air exhaled by the infected people, q
is the quantum generation rate, and I is the initial number of
infected people. The values of q, f, and p were adopted from
[20]. The volume of the single train coach was considered from
the literature [21]. Further, the maximum initially infected in
the bus, train coach, and the ladies’ compartment in the train
was assumed as 3, 4, and 3, respectively. This assumption is
based on the volume of the bus and the train, the number of

passengers, and the commuter density in the bus stops and
railway stations.

Results

Figure 3 shows the exponential and the subexponential models
fitted to the reported number of infections in the four considered
districts as a function of time in days. The data available from
March 7, 2020, to April 29, 2020, was used to generate the
models, and the predictions are further presented up to May 15,
2020. It was observed that, during the early stage of the
epidemic, the subexponential model best describes the
progression of the infected cases. However, after a particular
point of time, infected cases are closely tracking the curve
described by the exponential model. The week in which the
transition from the subexponential to the exponential progression
begins is an important marker of the change in the course of the
epidemic, as described in Figure 3. Both the developed models
were simulated to predict the future number of COVID-19 cases,
and the resulting curves were compared with the actual reported
cases. It is seen that there was no uniform pattern in the
day-to-day reporting of the cases. Therefore, initially, the
progression trend of the reported number of infections is close
to the predictions made by the exponential phase and in short
period to the subexponential phase. However, the merging and
the transition from the subexponential to exponential phase was
clearly visible at a particular time point.

The exponential model was further updated using the data
available from May 16 to June 10, 2020, and the model was
used to further predict the future number of cases up to June
30, 2020, in the considered geographical boundary. The updated
exponential model output and the reported cases are shown in
Figure 4.

Figures 5-7 show the probability of infection as a function of
both the travelling time (exposure time) and the number of
infected individuals travelling in the bus, a single train coach,
and a single train coach (ladies compartment) with a total of 20
passengers, 54 passengers, and 36 passengers, respectively. It
is seen that the increase in the initial number of infected
individuals and the increase in the exposure time leads to an
increased probability of infection of the susceptible. In the bus,
for an exposure time of 2 hours and with 3 initial infected
individuals, the probability of infection is around 0.4741
(47.41%). Furthermore, the number of secondary infections
arising due to the infected individuals travelling in the bus,
single train compartment, and a single train coach (ladies
compartment) is shown in Figures 8-10, respectively, as a
function of the probability of infection and for various numbers
of initially infected individuals. The results demonstrated that
the operation of the train coaches at a reduced capacity of 50%,
provides a maximum probability of infection of 0.2674.
Furthermore, the maximum probability of infection in a single
train coach (ladies compartment) was found to be 0.3061.
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Figure 3. The reported number of coronavirus disease cases (includes effect of intervention), and the output of the subexponential and the exponential
models, shown as a function of time.

Figure 4. The total coronavirus disease cases in the four considered districts of Tamil Nadu predicted using the updated exponential model and the
actual reported cases.
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Figure 5. The probability of infection in a public bus with 20 passengers shown as a function of the total exposure time and the initial number of
infected.

Figure 6. The probability of infection in a single train coach with 54 passengers shown as a function of the total exposure time and the initial number
of infected.
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Figure 7. The probability of infection in a single train coach (ladies compartment) with 36 passengers shown as a function of the total exposure time
and the initial number of infected.

Figure 8. The number of secondary infections in the bus due to the introduction of infected individuals into the susceptible population (total population
of N = S + I = 20), shown as a function of the estimated probability of infection.
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Figure 9. The number of secondary infections in the train compartment due to the introduction of infected individuals into the susceptible population
(total population of N = S + I = 54), shown as a function of the estimated probability of infection.

Figure 10. The number of secondary infections in the train coach (ladies compartment) due to the introduction of infected individuals into the susceptible
population (total population of N = S + I = 36), shown as a function of the estimated probability of infection.

Discussion

Principal Findings
In this study, we constructed a mathematical model based on
the reported cases from March 7, 2020, to April 29, 2020, to
analyze the transition of the COVID-19 epidemic from the

subexponential to the exponential stage in the combined Chennai
metro-merge. Furthermore, the reported cases from May 16 to
June 10, 2020, were used to update the exponential model to
nowcast the progression of the epidemic up to June 30, 2020.
Currently, five metro cities in India and several cities in South
East Asian Region are facing a similar SARS-CoV-2 epidemic.
The results of the modeling indicated that the transmission in
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all the four districts exhibited exponential transmission from
the third or fourth week of the first reported case in each district.
However, the number of predicted cases for this period was
considerably less, and there was an opportunity until the eighth
week (ie, the first week of May 2020) to favorably contain the
epidemic and reverse to the subexponential transmission. On
the other hand, the Government of Tamil Nadu proposed
resuming both the bus and train services initially for the officials
followed by the public in a phased manner. In public health, as
well as the individual perspective, it is desirable to assess the
risk of acquiring the SARS-CoV-2 infection while travelling
for a considerable period of time in an enclosed environment.
We used a probabilistic model and observed that the probability
of acquiring the infection in the event of a single index case in
the closed environment is lower in suburban train travel with a
restricted occupancy of 50% as compared to the bus travel with
the same proportion of occupancy (0.19 vs 0.07). The results
also indicate that during the suburban train travel the probability
of infection is higher in the ladies’ compartment as compared
to the open compartment for an exposure time of 2 hours and
when a single infected case is introduced (0.11 vs 0.07).

For the predictions to be reliable, the model parameters were
estimated with the reported values using the optimization
technique of the minimization of the sum square error between
the model outputs and the reported values. In addition, standard
probabilistic models were used to analyze the probability of
infection in buses and trains, which are to be operated at reduced
passenger loads after the release of the lockdown. Using the
probability of infection due to the total exposure or travel time
of the passengers and the initial number of infected individuals
travelling in the bus or train coach, the numbers of possible
secondary infections were estimated. The modes of
SARS-CoV-2 transmission in an enclosed environment are
droplet nuclei from the asymptomatic persons as well as the
aerosol droplet, especially when the infected person sneezes or
coughs during travel. It had been reported earlier in
SARS-CoV-1 transmission that all the passengers infected
during the flight travel were seated in close proximity to index
cases [22]. Another investigator showed that the persistence of
SARS viruses is longer compared to the influenza virus [23].
Therefore, there are likely to be a higher number of
SARS-CoV-2 secondary infections during the bus and train
travel compared to those reported for SARS-CoV-1 transmission
[24]. Data-driven estimates in China during the early phase of
the SARS-CoV-2 epidemic showed a highly significant
association with train travel [25]. A comprehensive review by
Perri et al [26] revealed that the massive rail connectivity to
Wuhan in China favored the widespread transmission.

The SARS-CoV-2 pandemic has gone through several continents
in a short span of 12 weeks, and the length of the epidemics in
various countries indicate that there is likely to be a prolonged
pandemic for a period of 18-24 months as observed in the
Spanish flu pandemic in the early twentieth century. Based on
the R0 during the initial phase of the epidemic in China, it is
estimated that about 60% of the population will be infected if
the epidemic is not mitigated [27]. Modeling studies suggest
that to contain the epidemic before the exponential phase, about
70% of the contacts must be traced and quarantined [28]. Data

from the earlier phase of the epidemics outside China indicate
that nearly 80% of the infected remain asymptomatic or mildly
symptomatic and resolve by self-healing [29].

Disease transmission models and the epidemic forecasts at
national levels provide valuable information for the policy
makers to implement appropriate intervention strategies in an
appropriate time. However, it is critical to design data-driven
reliable models for nowcasting and for smaller populations
where clustering of transmission occurs. It is a routine practice
among the public health specialists to rely on mechanistic
epidemic models, and the major disadvantage with these models
is that there is an underlying assumption of exponential
transmission during the early phase of the epidemic itself [30,31]
and, therefore, the predicted number of cases after 12 weeks or
the final size of the epidemic is unusually high. Forecasts on
the final size of the HIV and Ebola epidemics proved this
phenomenon [32,33]. In our model, we considered both the
subexponential and exponential transmission, and attempted to
identify the time point at which there is a transition from
subexponential to the exponential phase. The model predicted
that the transition for the constructed geographical zone on
Chennai-Metro-Merge falls at the eighth week of the epidemic.
To avoid the unrealistic size of the epidemic for a small
geographical area, we restricted the nowcasting approach to
predict the number of cases for the next 6 weeks. In a
nation-wide epidemic of SARS in large countries like India,
there must be two levels of transmission control, one at the
national level and the other at the state level. At both the levels,
it is necessary to plan for the early forecast instead of identifying
the magnitude of the epidemic as short-term; timely projections
provide an opportunity for the type and intensity of interventions
for the particular population [34] so that the epidemic is
contained without causing any strain on public health
infrastructure. It is important to know the size of the epidemic
for the budget allocation and the mobilization of the public
health infrastructure.

The major limitations of the study with reference to the
predictions are that the data inputs for the study were based on
the limited numbers of testing in the study districts and the
limited period of predictions for only 6 weeks. In addition, when
calculating the probability, we assumed the maximum possible
number of initial infections in a single enclosure in a bus or
train from the initial part of the journey as 3 and 4, respectively.
Chennai metro services are always five times overcrowded
during peak hours, and most of the enclosures are expected to
be full if the restrictions on the occupancy are imposed during
the initial phase of the release. With the current exponential
trends, even with random contact, the passengers are likely to
be exposed repeatedly during the point to point travel for a
period of 2 hours.

At present, several countries are going through the early phase
or the subexponential phase of the epidemic and have not yet
reached the exponential phase; the methods, results, and
experiences reported in this work are of high value in
undertaking midcourse corrections in the implementation of the
intervening strategies to contain the SARS-CoV-2 epidemic.
The developed model in this study is simple and can be
constructed easily in any software package using the reported
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infections over a period of time. Hence, this methodology can
be adopted by public health specialists and epidemiologists to
trace the current trend of the epidemic and to nowcast the
progression of the epidemic at a small population level like in
metro cities and districts.

Conclusions
Though all the countries are well aware of the rapid response
to the epidemics, each epidemic exhibits certain challenges.
There are several challenges during the current COVID-19
epidemic globally and locally. India imposed lockdown as an
intervention reasonably in advance as compared to other
countries. However, this epidemic has shown categorically that
lockdown alone is insufficient to contain the epidemic.
Lockdown provides an opportunity for the symptomatic to
surface out so that the contacts are traced, quarantined, and the
severe forms of the diseases or complications are identified and
treated. As shown by Keeling et al [28], it is essential to trace
about 70% of the contacts to contain the epidemic spread. China
succeeded in the COVID-19 epidemic control by strictly
imposing lockdown, but a similar strategy may not be feasible
in democratic countries. However, experiences during the
MERS-related coronavirus epidemic in Taiwan proved that it
was also possible to contain the epidemic by early intervention
and community participation. The results of our study proved
that there was 3-5 weeks for the SARS-CoV-2 epidemic to
transit through the subexponential phase. If there had been an
effective public health response in time, the exponential

transmission could have been averted. We showed earlier that
unplanned lockdown would enhance the exposure to the
infection due to panic shopping and overcrowding in bus and
train stations [35].

In India, the opportunity to favorably contain the exponential
transmission was missed due to inadequate testing and contact
tracing, especially in the overcrowded metro cities and urban
settings. Exposures in religious meetings and marketplaces
resulted in several epidemic clusters in Chennai City. Now, the
three major cities Mumbai, Chennai, and Ahmadabad contribute
about 58% of the total cases in India, and there are claims that
there are only clusters of transmission in India. The results of
our study show that the country needs an exclusive containment
strategy in urban areas, in particular in metropolitan cities.

The modeling outcome also forecasts the probability of the
infection in the metro zone when public transports are opened
up after the lockdown. The long hours of travelling in a
congested metro zone enhances the exposure, even if there is a
single infected person in the closed environment. Train travel
appears to be safer, although the travelling time is the same for
the longest travel in the constructed study area due to the
architecture of the train compartment that provides more air
volume for the travelers. Our model did not include random
contact with the infected person to estimate the probability of
the infections and the resultant secondary infection. It is
desirable to apply network modeling for precise estimation of
the secondary infections.

Acknowledgments
We express our sincere thanks to the World Health Organization for the day-to-day situation report and providing it as an
open-source document. The authors also thank the Ministry of Health and Family Welfare, Tamil Nadu, India for providing the
district-wise reported COVID-19 cases as open-source data. The authors thank Dr MK Surappa, Vice Chancellor, Anna University
for his support.

Conflicts of Interest
None declared.

References

1. Coronavirus disease (COVID-19) Situation Report – 111. World Health Organization. 2020 May 10. URL: https://www.
who.int/docs/default-source/coronaviruse/situation-reports/20200510covid-19-sitrep-111.pdf?sfvrsn=1896976f_4 [accessed
2020-05-22]

2. Population enumeration data (final population). Office of the Registrar General & Census Commissioner, India. URL:
https://censusindia.gov.in/2011census/population_enumeration.html

3. Media bulletin 10.05.2020. State Control Room, Directorate of Public Health and Preventive Medicine Health and Family
Welfare Department, Government of Tamil Nadu. 2020 May 10. URL: https://stopcorona.tn.gov.in/wp-content/uploads/
2020/03/Media-Bulletin-10.05.2020.pdf

4. An introduction to the Indian railways. Know India. URL: http://www.knowindia.net/rail.html [accessed 2020-05-22]
5. Metropolitan Transport Corporation (Chennai) Ltd. URL: https://mtcbus.tn.gov.in/
6. Considerations for infection prevention and control measures on public transport in the context of COVID-19. European

Centre for Disease Control and Prevention. 2020 Apr 29. URL: https://www.ecdc.europa.eu/sites/default/files/documents/
COVID-19-public-transport-29-April-2020.pdf

7. Suh M, Lee J, Chi HJ, Kim YK, Kang DY, Hur NW, et al. [Mathematical modeling of the novel influenza A (H1N1) virus
and evaluation of the epidemic response strategies in the Republic of Korea]. J Prev Med Public Health 2010
Mar;43(2):109-116. [doi: 10.3961/jpmph.2010.43.2.109] [Medline: 20383043]

8. Han XN, de Vlas SJ, Fang LQ, Feng S, Cao WC, Habbema JDF. Mathematical modelling of SARS and other infectious
diseases in China: a review. Trop Med Int Health 2009 Nov;14 Suppl 1:92-100. [doi: 10.1111/j.1365-3156.2009.02244.x]
[Medline: 19508434]

JMIR Public Health Surveill 2020 | vol. 6 | iss. 3 | e21152 | p. 10https://publichealth.jmir.org/2020/3/e21152
(page number not for citation purposes)

Krishnamurthy et alJMIR PUBLIC HEALTH AND SURVEILLANCE

XSL•FO
RenderX

https://www.who.int/docs/default-source/coronaviruse/situation-reports/20200510covid-19-sitrep-111.pdf?sfvrsn=1896976f_4
https://www.who.int/docs/default-source/coronaviruse/situation-reports/20200510covid-19-sitrep-111.pdf?sfvrsn=1896976f_4
https://censusindia.gov.in/2011census/population_enumeration.html
https://stopcorona.tn.gov.in/wp-content/uploads/2020/03/Media-Bulletin-10.05.2020.pdf
https://stopcorona.tn.gov.in/wp-content/uploads/2020/03/Media-Bulletin-10.05.2020.pdf
http://www.knowindia.net/rail.html
https://mtcbus.tn.gov.in/
https://www.ecdc.europa.eu/sites/default/files/documents/COVID-19-public-transport-29-April-2020.pdf
https://www.ecdc.europa.eu/sites/default/files/documents/COVID-19-public-transport-29-April-2020.pdf
http://dx.doi.org/10.3961/jpmph.2010.43.2.109
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=20383043&dopt=Abstract
http://dx.doi.org/10.1111/j.1365-3156.2009.02244.x
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=19508434&dopt=Abstract
http://www.w3.org/Style/XSL
http://www.renderx.com/


9. Al-Asuoad N, Rong L, Alaswad S, Shillor M. Mathematical model and simulations of MERS outbreak: predictions and
implications for control measures. BIOMATH 2017 Jan 09;5(2):1612141. [doi: 10.11145/j.biomath.2016.12.141]

10. EL Rhoubari Z, Besbassi H, Hattaf K, Yousfi N. Mathematical modeling of Ebola virus disease in bat population. Discrete
Dynamics Nat Soc 2018 Dec 02;2018:1-7. [doi: 10.1155/2018/5104524]

11. Cao J, Jiang X, Zhao B. Epidemic prediction of COVID-19. J Biomed Res Innovation 2020 Mar 04;1(1):103.
12. Jewell NP, Lewnard JA, Jewell BL. Predictive mathematical models of the COVID-19 pandemic: underlying principles

and value of projections. JAMA 2020 Apr 16. [doi: 10.1001/jama.2020.6585] [Medline: 32297897]
13. Victor A. Mathematical predictions for COVID-19 as a global pandemic. SSRN J 2020 Apr 17. [doi: 10.2139/ssrn.3555879]
14. Chowell G, Sattenspiel L, Bansal S, Viboud C. Mathematical models to characterize early epidemic growth: a review. Phys

Life Rev 2016 Sep;18:66-97 [FREE Full text] [doi: 10.1016/j.plrev.2016.07.005] [Medline: 27451336]
15. Kucharski AJ, Russell TW, Diamond C, Liu Y, Edmunds J, Funk S, et al. Early dynamics of transmission and control of

COVID-19: a mathematical modelling study. Lancet Infect Dis 2020 May;20(5):553-558. [doi:
10.1016/S1473-3099(20)30144-4]

16. Anzai A, Kobayashi T, Linton NM, Kinoshita R, Hayashi K, Suzuki A, et al. Assessing the impact of reduced travel on
exportation dynamics of novel coronavirus infection (COVID-19). J Clin Med 2020 Feb 24;9(2) [FREE Full text] [doi:
10.3390/jcm9020601] [Medline: 32102279]

17. Coronavirus disease 2019 (COVID-19) Situation Report – 101. World Health Organization. 2020 Apr 30. URL: https:/
/www.who.int/docs/default-source/coronaviruse/situation-reports/20200430-sitrep-101-covid-19.pdf?sfvrsn=2ba4e093_2
[accessed 2020-04-22]

18. Daily bulletin. Health and Family Welfare Department Government of Tamil Nadu. URL: https://stopcorona.tn.gov.in/
daily-bulletin/ [accessed 2020-06-16]

19. Chowell G, Viboud C, Simonsen L, Moghadas SM. Characterizing the reproduction number of epidemics with early
subexponential growth dynamics. J R Soc Interface 2016 Oct;13(123) [FREE Full text] [doi: 10.1098/rsif.2016.0659]
[Medline: 27707909]

20. Furuya H. Risk of transmission of airborne infection during train commute based on mathematical model. Environ Health
Prev Med 2007 Mar;12(2):78-83. [doi: 10.1007/bf02898153]

21. Kukreja N, Jumar S. Aerodynamic loss in inter-car space of train and its reduction. Int J Latest Trends Eng Tech 2016;6:80-89.
22. Olsen SJ, Chang H, Cheung TY, Tang AF, Fisk TL, Ooi SP, et al. Transmission of the severe acute respiratory syndrome

on aircraft. N Engl J Med 2003 Dec 18;349(25):2416-2422. [doi: 10.1056/nejmoa031349]
23. Lei H, Li Y, Xiao S, Lin CH, Norris SL, Wei D, et al. Routes of transmission of influenza A H1N1, SARS CoV, and

norovirus in air cabin: comparative analyses. Indoor Air 2018 May;28(3):394-403 [FREE Full text] [doi: 10.1111/ina.12445]
[Medline: 29244221]

24. Sze To GN, Wan MP, Chao CYH, Fang L, Melikov A. Experimental study of dispersion and deposition of expiratory
aerosols in aircraft cabins and impact on infectious disease transmission. Aerosol Sci Technol 2009 Apr 20;43(5):466-485.
[doi: 10.1080/02786820902736658]

25. Zhao S, Zhuang Z, Ran J, Lin J, Yang G, Yang L, et al. The association between domestic train transportation and novel
coronavirus (2019-nCoV) outbreak in China from 2019 to 2020: a data-driven correlational report. Travel Med Infect Dis
2020;33:101568 [FREE Full text] [doi: 10.1016/j.tmaid.2020.101568] [Medline: 32006656]

26. Peeri NC, Shrestha N, Rahman MS, Zaki R, Tan Z, Bibi S, et al. The SARS, MERS and novel coronavirus (COVID-19)
epidemics, the newest and biggest global health threats: what lessons have we learned? Int J Epidemiol 2020 Feb 22 [FREE
Full text] [doi: 10.1093/ije/dyaa033] [Medline: 32086938]

27. Anderson RM, Heesterbeek H, Klinkenberg D, Hollingsworth T. How will country-based mitigation measures influence
the course of the COVID-19 epidemic? Lancet 2020 Mar;395(10228):931-934. [doi: 10.1016/s0140-6736(20)30567-5]

28. Keeling MJ, Hollingsworth TD, Read JM. The efficacy of contact tracing for the containment of the 2019 novel coronavirus
(COVID-19). medRxiv 2020 Feb 17. [doi: 10.1101/2020.02.14.20023036]

29. Coronavirus disease 2019 (COVID-19) Situation Report – 46. World Health Organization. 2020 Mar 06. URL: https://www.
who.int/docs/default-source/coronaviruse/situation-reports/20200306-sitrep-46-covid-19.pdf?sfvrsn=96b04adf_4 [accessed
2020-05-20]

30. Wallinga J, Lipsitch M. How generation intervals shape the relationship between growth rates and reproductive numbers.
Proc Biol Sci 2007 Feb 22;274(1609):599-604 [FREE Full text] [doi: 10.1098/rspb.2006.3754] [Medline: 17476782]

31. Heesterbeek H, Anderson RM, Andreasen V, Bansal S, De Angelis D, Dye C, Isaac Newton Institute IDD Collaboration.
Modeling infectious disease dynamics in the complex landscape of global health. Science 2015 Mar 13;347(6227):aaa4339
[FREE Full text] [doi: 10.1126/science.aaa4339] [Medline: 25766240]

32. May RM, Anderson RM. Transmission dynamics of HIV infection. Nature 1987;326(6109):137-142. [doi: 10.1038/326137a0]
[Medline: 3821890]

33. WHO Ebola Response Team. Ebola virus disease in West Africa — the first 9 months of the epidemic and forward
projections. N Engl J Med 2014 Oct 16;371(16):1481-1495. [doi: 10.1056/nejmoa1411100]

34. Chretien J, George D, Shaman J, Chitale RA, McKenzie FE. Influenza forecasting in human populations: a scoping review.
PLoS One 2014;9(4):e94130 [FREE Full text] [doi: 10.1371/journal.pone.0094130] [Medline: 24714027]

JMIR Public Health Surveill 2020 | vol. 6 | iss. 3 | e21152 | p. 11https://publichealth.jmir.org/2020/3/e21152
(page number not for citation purposes)

Krishnamurthy et alJMIR PUBLIC HEALTH AND SURVEILLANCE

XSL•FO
RenderX

http://dx.doi.org/10.11145/j.biomath.2016.12.141
http://dx.doi.org/10.1155/2018/5104524
http://dx.doi.org/10.1001/jama.2020.6585
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=32297897&dopt=Abstract
http://dx.doi.org/10.2139/ssrn.3555879
http://europepmc.org/abstract/MED/27451336
http://dx.doi.org/10.1016/j.plrev.2016.07.005
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=27451336&dopt=Abstract
http://dx.doi.org/10.1016/S1473-3099(20)30144-4
https://www.mdpi.com/resolver?pii=jcm9020601
http://dx.doi.org/10.3390/jcm9020601
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=32102279&dopt=Abstract
https://www.who.int/docs/default-source/coronaviruse/situation-reports/20200430-sitrep-101-covid-19.pdf?sfvrsn=2ba4e093_2
https://www.who.int/docs/default-source/coronaviruse/situation-reports/20200430-sitrep-101-covid-19.pdf?sfvrsn=2ba4e093_2
https://stopcorona.tn.gov.in/daily-bulletin/
https://stopcorona.tn.gov.in/daily-bulletin/
http://europepmc.org/abstract/MED/27707909
http://dx.doi.org/10.1098/rsif.2016.0659
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=27707909&dopt=Abstract
http://dx.doi.org/10.1007/bf02898153
http://dx.doi.org/10.1056/nejmoa031349
http://europepmc.org/abstract/MED/29244221
http://dx.doi.org/10.1111/ina.12445
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=29244221&dopt=Abstract
http://dx.doi.org/10.1080/02786820902736658
http://europepmc.org/abstract/MED/32006656
http://dx.doi.org/10.1016/j.tmaid.2020.101568
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=32006656&dopt=Abstract
http://europepmc.org/abstract/MED/32086938
http://europepmc.org/abstract/MED/32086938
http://dx.doi.org/10.1093/ije/dyaa033
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=32086938&dopt=Abstract
http://dx.doi.org/10.1016/s0140-6736(20)30567-5
http://dx.doi.org/10.1101/2020.02.14.20023036
https://www.who.int/docs/default-source/coronaviruse/situation-reports/20200306-sitrep-46-covid-19.pdf?sfvrsn=96b04adf_4
https://www.who.int/docs/default-source/coronaviruse/situation-reports/20200306-sitrep-46-covid-19.pdf?sfvrsn=96b04adf_4
http://europepmc.org/abstract/MED/17476782
http://dx.doi.org/10.1098/rspb.2006.3754
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=17476782&dopt=Abstract
http://europepmc.org/abstract/MED/25766240
http://dx.doi.org/10.1126/science.aaa4339
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=25766240&dopt=Abstract
http://dx.doi.org/10.1038/326137a0
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=3821890&dopt=Abstract
http://dx.doi.org/10.1056/nejmoa1411100
http://dx.plos.org/10.1371/journal.pone.0094130
http://dx.doi.org/10.1371/journal.pone.0094130
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=24714027&dopt=Abstract
http://www.w3.org/Style/XSL
http://www.renderx.com/


35. Ambikapathy B, Krishnamurthy K. Mathematical modelling to assess the impact of lockdown on COVID-19 transmission
in India: model development and validation. JMIR Public Health Surveill 2020 May 07;6(2):e19368 [FREE Full text] [doi:
10.2196/19368] [Medline: 32365045]

Abbreviations
COVID-19: coronavirus disease
MERS: Middle East respiratory syndrome
MTC: Metropolitan Transport Corporation
RA: secondary infections
R0: reproductive number
SARS: severe acute respiratory syndrome
SARS-CoV-2: severe acute respiratory syndrome coronavirus 2
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